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Example Help 



Program [b^trT Matrix } Not Applicable ^ 



Parameters used n BLASTN prog ram only: — 
Reward for a m rtch-jl Penalty for a mismatch^ -2 

H Use Mega BLAST Strand option) Both strands r*j 



Open gap |5 and extension gap |2._ penalties 

gap x_dropoff[& > ! expect |10.0 word sizejll Filter P. '0. 



Sequence 1 Ente -accession or Gljl3027635 or download from file 

: to:|0 ~ 



[ 



or sequence in r , 

VSTA format from:|0" 



S equence 2 Ente ^ acces sion or GlJ 



or download from file 



or sequence in F. \STA format 



from:[0~ 



to 



:|9 



accggaagcgctc :agacttggtcg 



^^fel 



Comments and suggestions to blcist-help@ncbi.nlm.mkgov. 



http://www.ncbi nlm.tiih.gov/blast/bl2seq/bl2.html 
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Blast Result 



g|| Blast 2 Sequences results 

"pubMed ^ Entrez BLAST OM.M Taxonomy Structure 

BLAST 2 SEQUENCES RESULTS VERSION BLASTN 2.23 (Apr-24-2002) 

MatchrfO Misi latehJTj g*P open:F~ gap extension: 
x_dropoff: [50" , fl^Jl0.00* wordBize:|iriFaterF l^jfe] 

Sequence gi 



gi Homo sapiens endothelial differentiation, sphiagolipid G-protein- Lengfh 2m 

1 1302 7635 coupled receptor, 1 (EDGl), mRNA 

Sequence ld , 2 
2 



Length 25 



No significant si nilarity was found 
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